: Flowchart of the initial heuristic discovery, validation and analysis of proximal promoter SNV clusters.
: High resolution melt analysis and sequencing of the YAE1D1 promoter. a. Example of the high resolution melt (HRM) curves for YAE1D1 promoter variants. Shown are the melt curves for two known mutation positive samples, two known wildtype samples (all from the 34 whole exome sequenced melanoma series), one unknown FFPE sample which appeared mutated and one unknown FFPE sample which appeared wildtype, both confirmed on subsequent Sanger sequencing. Temperature is in degrees Celsius. b. SNVs present across 12 melanoma samples in the YAE1D1 promoter. Tables   Table S1 . Annotated mutation clusters from the 34 whole exome samples. 
